2nd International symposium

Molecular analysis at the tissue-speficic and single-cell level

Paris, France
June 2-3, 2016

Sampling methods (flow cytometry, laser
capture microdissection, single cell and
exosome isolation methods, ...)
Proteomics and Microgenomics
Nucleic Acids and Microgenomics
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CIPHE, PHENOMIN, INSERM US012, France), Evan Russel Daugharthy (Harvard University, USA),
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Germany), Svetlana Uzbekova (INRA UMR PRC, France), Jo Vandesompele (Ghent University,
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Technical Workshop

INRA Jouy-en-Josas
May 31- June 1
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www.inra.fr/microgenomics-2016
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